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FIGURE 12-7 o and o subunits recruit RNA polymerase core enzyme to the promoter.

The C-terminal domain of the a subunit («CTD) recognizes the UP-element (where present), while

o regions 2 and 4 recognize the —10 and —35 regions respectively (see Figure 12-6). In this figure, RNA
polymerase is shown in a rather different schematic form than presented in earlier figures. This form is par-
ticularly useful for indicating surfaces that touch DNA and regulating proteins and we use it again in some
figures in Chapter 16 when we consider regulation of transcription in bacteria.
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A rut site has a biased base compaosition

AUCGCUACCUCAUAUCCGCACCUCCUCAAACGCUACCUCGACCAGAAAGGCGUCUCUU

Bases

C 4%
A 25%
U 20%
G 14% cyirtualtext weaw E'Fgltli." com

Deletion prevents termination



Rho terminates transcription

RNA polymerase transcribes DMA

ENA polymerase pauses at hairpin and

rho catches up
FONANANAN

Termination: all components released

A N RN N N
A .-'ﬂ"-._"-." PANRT AN, LA AN Y .-""-.._ b

anirtuattet wwa 8OO cam




=

meE s

5'—TAGTGTA_TGAThGAAGGACTGTAC_GTG&ATAGGTGGACG—S':IDNA
3 —ATCACATAACTGTAGCTATC TTCGTGAGATGATATAAGAGTTATCCAGGTGC —F&

/ s ITMR.E.DNE

filamento stampo 5 eeee—— 3' RNA

AGGUCCACG

5 — CCCACAGECCGCCAGTTCCGIETEGCEGEGCATTITTAACTTTCTTTAATG A— s'ij
3 —GGGTGTCGGCGGTCAAGGCGACCGCCGTAAAATTGAAAGAAATTACT — 5

l TRASCRIZIONE
filamento stampo

5 m

3" RNA
CCCACAGCCGCCAGUUCCGCUGGCGGCAULUUUL



Tipi di RNA

*RNA messaggero MRNA

*RNA ribosomale rRNA

*RNA transfer tRNA
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MRNAs
rRNAs
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Table 7-1 Types of RNA Produced in Cells
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FUNCTION
code for proteins

form part of the structure of the ribosome and participate
In protein synthesis

used in protein synthesis as adaptors between mRNA and
amino acids
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Amminoacidi

| Una sequenza continua
Trascrizione di nucleotidi di DNA...

...codifica per una sequenza
continua di amminoacidi di
una proteina.

Conclusione: Con la colinearita,
il numero di nucleotidi del gene
é proporzionale a quello degli
amminoacidi della proteina.
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Table 7-1 Types of RNA Produced in Cells

TYPE OF RNA FUNCTION
MRNAs code for proteins

rRNAs form part of the structure of the ribosome and participate
In protein synthesis

tRNAs used in protein synthesis as adaptors between mRNA and
amino acids
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La Trascrizione negli Eucarioti



RNA Polimerasi eucariotiche

*RNA Pol | 28S, 18S, 5.8S rRNA

*RNA Pol Il MRNA: alcuni shRNA

*RNA Pol Il tRNA; 5S rRNA; altri SnRNA
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FIGURE 12-12 Pol Il core promoter. The figure shows the positions of various DNA elements
relative to the transcription start site (indicated by the arrow above the DNA). These elements, described

in the text, are as follows: BRE (TFIIB recognition element); TATA (TATA Box); Inr (initiator element); and
DPE (downstream promoter element). Also shown (below) are the consensus sequence for each element
(determined in the same way as described for the bacterial promoter elements, see Box 12-1); and

(above) the name of the general transcription factor that recognizes each element. (Source: Butler J.E.F. et
al. 2002. Genes and Development 16: 2583 —-2592, Fig. 1.)
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Sito di inizio Sequenza Il pre-mRNA viene tagliato in una
della trascrizione — consenso posizione da 11 a 30 nucleotidi a valle
r Trascrizione della sequenza consenso AAUAAA,
Trascrizione = Nucleotidi | nella regione non tradotta in 3.
11-30
{ \ v ! A A Al
Pre/mRNA 5’ AAUAAA s
@ filol_di
aglio
N — L'aggiunta di nucleotidi contenenti
adenina (poliadenilazione) avviene
5 AAUAAA 3" |all'estremita 3’ del pre-mRNA,
| generando la coda di poli(A).
Poliadenilazione /
¢ Coda di poli(A)
A
mRNA 5’ AAUAAA AAAAAAAAAAAAAAAAAAS 3

Conclusione: Nel processamento del pre-mRNA viene
aggiunta una coda di poli(A) mediante taglio e poliadenilazione.
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