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Respiratory Proteins Encoded by the Human Mitochondrial
Chromosome

Number of subunits

Total number encoded by
Complex of subunits mitochondrial DNA
| NADH dehydrogenase =25 7
Il Succinate dehydrogenase 4 0
[l Ubiquinone:cytochrome 9 1
¢ oxidoreductase
IV Cytochrome oxidase 13 3

V ATP synthase 12 2
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